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Supplemental materials and methods
Yeast strains and plasmids
For mcm2 + , original strains have been described previously (Nakamura et al., 1997; Noguchi et al., 2004; Snaith and Forsburg, 1999; Webb and Zakian, 2008) . PCR-based methods (Bähler et al., 1998; Krawchuk and Wahls, 1999) were used to create carboxy-terminally tagged pot1-myc, FLAG and pol3-FLAG (Primer used are listed in supplemental Table S2 ). An amino-terminally tagged myc-rad26 strain was created in four steps. First, the kanMX6 marker was integrated at the 3' un-translated region to generate rad26 + ::kanMX6 strain. Second, hphMX6 marker (Sato et al., 2005 ) was integrated to replace kanMX6 to generate rad26 + ::hphMX6 strain. Third, rad26 + ::hphMX6 strain was transformed to integrate loxP-kanMX6-loxP-9myc fragment, PCR amplified from pOM20 plasmid (Gauss et al., 2005) , to the promoter region of rad26 + . Finally, kanMX6 was excised by transforming loxP-kanMX6-loxP-9myc-rad26+::hphMX6 strain with a PW7 plasmid which encodes the P1 bacteriophage Cre recombinase (Werler et al., 2003) to generate 9myc-rad26 + ::hphMX6 strain. Based on cell growth rate, HU sensitivity and stable telomere length maintenance, all tagged strains were deemed largely intact in their functional roles for DNA replication, DNA repair, DNA checkpoint, and telomere maintenance (supplemental Figure S1 and data not shown). For telomere specific factors that showed cell-cycle regulated changes in telomere binding by ChIP assays (Pot1, Stn1, Trt1 and Taz1), Western blotting experiments were also performed on the samples collected from synchronized cell cultures to ensure that these proteins are expressed throughout the cell cycle (supplemental Figure S2 ). Monoclonal anti-myc (9B11; Cell Signaling), monoclonal anti-HA (12CA5, Roche) and monoclonal anti-Cdc2 (Y1004, Abcam) were used in these experiments. Previous studies have found that Pol1 (α), Pol3 (δ), Mcm2/Cdc19, and Rad11 (RPA) proteins are expressed throughout the cell cycle (Forsburg et al., 1997; Kibe et al., 2007; Park et al., 1993) . Based on microarray analysis of mRNA expression levels during the cell cycle (Rustici et al., 2004), Rad26, Nbs1, and Pol2 (ε) proteins are also expected to present throughout the cell cycle.
Cell cycle synchronization
Fission yeast cells carrying the cdc25-22 mutation were grown overnight in 600 ml YES media (Alfa et al., 1993) 
BrdU incorporation analysis
Genomic DNA was prepared from fission yeast cells expressing hENT1 and TK genes and incubated with 50 µM BrdU. 200 ng of DNA was denatured at 95°C for 5min, immunoprecipitated with 1 µg anti-BrdU antibody (B44; Becton-Dickinson) on Dynabeads Protein G (Invitrogen). After extensive washes with TBSE (10mM Tris-HCl pH7.5, 150mM NaCl, 0.1mM EDTA), TBSE + 1%
Triton X-100, and TE (10mM Tris-HCl pH7.5, 1mM EDTA), bead-bound DNA was recovered using Chelex-100 resin (Bio-Rad). For determination of relative precipitation values, see ChIP analysis sub-section in the materials and methods section of the main text.
Co-immunoprecipitation assays
Cells were grown in YES, disrupted by cryogenic milling using Retsch MM301 (frequency 30 1/S, 3 min running time per cycle, total 5 cycles), and resuspended in lysis buffer (50 mM Tris pH8.0, 150 mM NaCl, 10% Glycerol, 5 mM EDTA, 0.5% NP40, 1 mM DTT, 1 mM Na3VO4, 1 mM PMSF, and Roche complete protease inhibitor cocktail). Lysates were incubated with either monoclonal anti-myc (9B11; Cell Signaling) or monoclonal anti-FLAG (M2-F1804; Sigma)
antibodies, and protein-antibody complexes were purified with Dynabeads Protein G (Invitrogen).
Purified samples were analyzed on SDS-PAGE and subsequent Western Blot analysis using either monoclonal anti-myc (9B11) or monoclonal anti-FLAG (M2-F1804) antibodies. Supplemental Figure S1 . Telomere lengths of indicated cdc25-22 tagged strains used in this study.
Supplemental references
Strains were restreaked multiple times on YES plates incubated at 25 o C to ensure telomere length equilibrium prior to preparation of genomic DNA. After digestion with EcoRI, genomic DNA was subjected to electrophesis on a 1% agarose gel, transferred to a nylon membrane, and hybridized to a telomeric DNA probe (Nakamura et al., 1997).
Supplemental Figure S2 . Protein expression levels for indicated telomere specific proteins during BrdU is incorporated into ars2004 with similar kinetics in the presence or absence of 15 mM HU.
Error bars for non-HU data represent standard deviation from three independent experiments, while HU experiment was done once.
Supplemental Figure S4 . Cell cycle regulated recruitment of MCM to telomeres and ars2004. For However, we failed to detect any interaction between Pot1 and Stn1 by co-immunoprecipitation (both panels). 
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